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Figure S1 (A) Characterization confirms successful iPSC differentiation into NSC.
Immunofluorescence staining of neural stem cell marker Nestin, Sox2, Sox1 and Pax6 of NSCs in p4.
Scale bar: 50 ym. (B) Rt-qPCR of differentiated iPSC-derived neurons presenting a heterogenous
neuronal phenotype. Bar graph shows the mean RQ + SD of two different lines (BMS1; PMS2) of three
independent experiments each. GAPDH and actin were used as housekeeping genes. (C) Ca* imaging
show spontaneously active iPSC-derived neurons. iPSC-derived neurons were loaded with 1 yM
Fluo-4 AM for 15 min at 37 °C. Imaging was done within an incubation chamber at 37 °C, 5% CO, and
observed with an Olympus Cell*R microscope. Stacks of images were recorded at rate of 5 Hz for 3 minute
and activities of single neurons were tracked with ImagedJ. (D) Rt-gPCR of differentiated iPSC-derived
astrocytes confirm a mature phenotype. Bar graph shows the mean RQ + SD of all six lines. GAPDH and
actin were used as housekeeping genes. (E) Ca?* imaging show spontaneously active iPSC-derived
astrocytes. iPSC-derived astrocytes were loaded with 1 yM Fluo-4 AM for 15 min at 37 °C. Imaging was
done within an incubation chamber at 37 °C, 5% CO, and observed with an Olympus Cell*R microscope.
Stacks of images were recorded at rate of 5 Hz for 3 minute and activities of single astrocytes were tracked
with ImageJ.
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Figure S2 (A) Evaluation of SMI32 as neuroaxonal marker. iPSC-derived neurons were treated with 1
nM vincristine for 24h and stained against SMI32/MAP2. Neurons showed significantly increased in SMI32/
MAP?2 ratios and confirmed SMI32 as suitable neuroaxonal marker. (B) Western Blot confirmed knock-
out of IL-17R in PMS1. PBMCs were used as positive control and iPSC without knock-out as negative
control for the IL17R-knockout line. All lines were normalized to a-tubulin and bar graph shows the mean +
SD ratio of IL-17R/a-tubulin of three independent experiments.
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Figure 3 Comparison of autologous and NGN-2 co-cultures (a) iPS-derived neurons and (c) NGN2-
neurons show similar morphology with a trend to more interconnectivity in the NGN2-neurons. (b) Autologous
co-cultures show clustering of neurons, whereas in (d) NGN2-cocultures there are more branching and
interconnecting processes. (e) SMI32 analysis in co-cultures show higher variability than SMI32 analysis in (f)
NGN2 co-cultures. Scale bar: 50 um. Disclosure: Fig. f also appears in Fig. 3D (PMS3).
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Figure S4 Heatmap of the top 50 DEG (ranked by adjusted p-value) in the cluster of inflammation.
Single-cell RNAseq data, comparing treated PMS and BMS samples, each line represents a single cell.
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Figure S5 (A) PCA plot of bulk RNAseq of mono-culture derived astrocytes show distinct
segregation. Samples were segregated according to patient group (PC1) and according to cytokine
treatment vs control (PC2) (B) Enrichr analysis of untreated BMS vs. PMS show activation of
neuroprotective features. BioPlanet 2019 pathway analysis showed activation of pathways related to
axon guidance in BMS and GOs of biological processes were found in nervous system development.
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Fig S6 TNFa/IL17 double dosage. NGN2 monocultures neurons were treated with TNFa/IL17 (50ng
each) for 24h. The next day neurons received a second dose of 20 ng TNFa and 8 ng of IL17 for 24h
(measured concentrations in supernatants). No significant difference were seen between single and

double-dosage treatment of TNFa/IL17. Each data point represents a microscopic field of view (641 x 479
um); pooled data from three independent experiments. Statistical signifance was test with a Kruskal-
Wallis test.

iPSC-derived astrocytes

iPSC-derived astrocytes

iPSC-derived neurons *
Figure S7 IL17R IF staining of
human PBMCs, iPSC astrocytes,
iPSC neurons and control
stainings (only 2nd antibody
AF488, 1IgG1 isotype control).
Scale bar: 50 ym. Disclosure:
Astrocyte staining (top middle)
also appear in Fig 3A (bottom row
middle and right image).
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Tofacitinib treatment on NGN2 monoculture
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Figure S8 Tofacitinib treatment of NGN2 monocultures. Immunofluorescently stained SMI32/SMI31
NGN2 neurons were analysed with Imaris and presented as surface ratio of SMI32/SMI31+ SD and
normalized to the control. Each data point represents a microscopic field of view (641 x 479 um); pooled
data from three independent experiments. No differences were seen after Tofacitinib treatment or IL-13 +
IL-21 (50g/ml each) after 24h.
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Figure S9.Supernatant analysis of healthy control astrocytes with NGN2 neuron co-cultures (A) NGN2 neurons were treated with
TNFa/IL17A (50 ng/ml) for 24h (represented with “+”) and medium was replaced with medium control, untreated- or treated co-culture
supernatants from HC1-3. SMI32/SMI31 does not show significant reduction after treatement with HC supernatants (i.e. no reduction in
neurite damage).

(B)Bead-based multiplex assay analysis of supernatants of HC1-3 (uCHC - untreated co-culture of HC astrocytes / NGN2 neurons; tCHC
TNFa/IL17A treated co-cultures of HC astrocytes / NGN2 neurons) in comparison with MS supernatants (see Fig. 6). Each data point
represents one sample of collectively three independent experiments. HC and MS supernatants have been measured in different
experiments, therefore a batch effect between HC and MS cannot be ruled out. Statistical testing was only performed between treated/
untreated samples of the same group. Similar symbols are used for the individual person's derived cultures.

Statistical significance was tested with Kruskal Wallis test. *p<0.05,***p<0.001, ****p<0.0001; (IL-17A, IL-21, CTGF were not analysed).



Table S1 - Cluster defining genes
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-0.335541545275209 8762 0.273336563182434
-0.444148449398478 GPATCHZL 0.274793019562328
0.320145693790269 NUMAL 0.265161954155503
-0.40818107559414 EIF4EBPL2 -0.32847265974572
-0.344100492689264 GAPazA -0.547660770326876
-132879344557906 HLABS -0.806011682277466
0.357417590494378 METRN.2 -0.256390987998277
-0.458941683831425 MDM4 0.252507400029336
0.393857486313554 D45 -0.314867311763261
0.339344149474667 als 0.252470478351606
-0.408082371317975 POUSF14 -0.633057043254945
-0.354652402792665 sLC25A37.1 0.264535338274767
-0.694181917432196 RDX.3 -0.259032774765192
-0.466608053177957 kLS -0.309774014465018
-0.298027318727306 FABPS.2 -0.329787891090245
-0.371533553198877 SFRPLS 0.457664634975804
-0.358168123681567 HES6.4 -0.328289146448506
0.433944796968057 TMSBISA3 -0.42662988735952
-0.885848801137171 CHCHD2.5 -0.602989706064314
0.385073486821535 KMT2C 0.282775030184058
-0.412921761499545 ABP7.5 -0.71146307024282
-0.479231379933462 BXB90604.2.2 0.311473326677858
0.442941805810997 2.4 -0.454167307516292
0.333690635383732 KANSLL 0.300421020083931
-0.433767147073565 NEATLA 0.288175372807791
0.490693192795968 TPM2.4 -0.822267971689204
0.401241882635406 TUBB3.S -0.505042736662146
0.369316202551171 LGALSLA -1.20581713040141
-0.350326608627389 s 0.254613043624229
-1.42572677873874 SNHG 0.407749002734893
-0.438145253361227 P67 0.260879314628813
0.593158266035937 1GDCC3.5. -0.3185276751331
-0.622005031589561 DL3S 114951442474576
-0.300532604620099 conL 0.307027180450243
-0.43554216933852 PCNXA.1 0.268937856137689
0.277502625842942 TTYHLS -0.379193446759984
-0.422249649772724 uxLa -0.259522979580936
2179703164183 TPPI22 -0.354820357913513
-0.348625793321036 uBE2s.4 -0.324181320698187
-0.365512732086002 SELENOM.4 0.28277489421453
0.430702708585686 SaSTM1S 221778636457016
-0.42535396069928 FILS 1.94871020110131
0.455796841351563 PRKDC.4 -0.962303746383619
0.327610657805759 EEFIB25 -0.811826864089515
0.479990120028874 MDKS -0.916213839897646
-0.373217841623062 STMNLS -1.30559670930309
-0.645374428254812 PPPIRISA2 1.25812059849637
0.444381760673497 RPL124 -0.655212774084132
0.407822848787915 KRT10.3 0.950720988978308
-0.355050625804972 TUBALES -1.09843339288867
-0.388226931689967 AcTB2 -0.837277253418786
0.347866026615435 TUBB.4 -0.861023315481491
-0.432009055156699 RNASEK.S 0.732743085301563
-0.421024813987276 NAPILL3 -0.696870204345799
-0.454183839564197 RPLIOA -0.631088379595061
-0.349805274389372 copsa.3 0.696147709949383

CENpH
POLR3G
HNRNPU
SRPKL
SERBP1

HMGN2

acP2
PPPIR14B-AST

ANP32E

-0.623578653082691

-0.520059610658766



coxsB.1

pLTP.L
PLCG2.1
MTRNR2LS.1

0.273906744592868
0.330814113669982
0.263793584705438
0.41534146648003
0.287939558778835
0.360210479668922

-0.250126818232792

UcHLLL
LvpoL3
MUTIL2
HNRNPE.1
SYNCRIP.2
PN
NAASO.2

MRPL12Z2
HDAC2.1

MIR4435-2HG.3
PAXX
ute1s

0.499219151582878

0.294484699837746

LGALS38P.1

AKIRINLL
ATPEVOB
DRAPLL
AKLL
ANK21
NTHLLL
sLc3ons
XL

0.405685767786211
0.464989027856836
0.538729744356366

0.363483882992245

ATPEVOE2

Jun04

0.443267390189649

-0.392417810772638

TYMS.A
smc2.1
MIS188PLA
DPM3.1
RPS15A.2
conmzs

sLc25A5.3

C190rfs3.

Kena22
RADS1APL4
SMIM29.1

-0.603040344230353

0.75797618937178

SEPTINIL
KL
PAM1E

VEGFS

-0.641001167851931

0.336561131516865



HSPHL1

0.457237056780414

0.272389488302341

MYHO2
MIR4435-2HG.2
COorf16.1

STATL2

0.545420623287763

0.377910204988137

PODXL2

TPS3113.1
Glo12
FE212
CSNKIEL

MRPL3.L

-0.271814904986107

0.452146551897626

SEPTINIL3
TOMMS.2
INPPSF.4

ZNF667-ASLL
RRML3
RPA3.S.
cENp.2
DDX39B.3
smca.2

AC027031.2

cmss13

0.590491943841894
0.659816735830611
0,616736727510317

0.481460152009365

0.596115366193078

-0.516910716530796

0.571120803057085

0.405104642462754

-0.349360211035895



EIFaA21

HCFCIRLL
ACTR10
DNAIC2L1
sLci6A12
TMED10.2
FBXO22
GTPBPA.L
GPMEB.3
DNAIC22
cpcaz2
FKBPIE.

SARS
ATPIBLL
AHCTFL
cona1
mAz
coLanz3

CNTNAP2.2

0.393992729388819
0.289235704959321
0.260038221687352
0.250526933271646
0.388048573155746
0.274187705406274
0.255174645340202
0.289073772027946

0.275821431816357
0.251408273967629

0.272398045231295

cep2%0

PDLM22
apc
BMERBL
PAFAH1BL
FAM204A
caviNL2
PGM2LL
MEX3A.L

0.305981084006351

0.25623620054498

-0.265606148607172

-1.17200438086384

RPLPOS

LINCO0461.3
MIS18A4
SRSF3.3
coxaiL2
TUBB28.3
RPSAX.1
RFK

uxLs
ZMYNDE2
cocazLA
MFAP23
RAILA.L
POLR2K
1GF28P3.2
DHRS?.3

CCDC144NLAS1.2
EPTING.2

NQO16

KLHL233

MY010.1

ILF3.0T

HMGB3.4

0.309978975933461
0.453040514822363
0.357095332210498

0.396632521181432

1TGAV
PKM
C120rf75.

0.350425435615468

0.299652733507237



sce3.2
NREP.2
X33
SDF2LL
TuBALAL

0.346455896083473
0.258174519905716
0.404077281246965

0.254650742131848
0.458052973169331

MT-ND6.2

0.317896520416998

0.924535739388807
0.287100253784323

GnAQ
PPIPSK2
CCDC144NLASLL
INAFM12

-0.296467436787516

0.251310489203624

SLNS.1
UBXNa.2
UBE2L3
NTPCR.2
NSMCE4A.L
o111
GaMT.2

0.348795119216721

0.33411939204491
o

PAFAH1E3

MPHOSPH10
E2R
ALDH7AL

-0.422101447590775

0.297328498672206
"

0.347058418042479
0.264331733380069
0.253474570512249
0.299836171390385

0.364080283712867
0.253227297764804
0.258882408331826
0.287352665860157

0.295533899269188

0.604722008224145



PXMP2.1
=

SRP19
STREP.2
SMARCAS.3
MsH2.2
KIFSC6
1s0c22
MMAB.L
cpaa.a
PBX3.2
PPAT3
MPPE2
BEX31
TRAPL2

GART3
JUBES

MAPKAPKS-AS1
SLCI6ALA.

SYAPL2
BX890604.2.3
MORFAL2.1
NDUFB2.1
cHD22
RABIA
ANP32E3
MAGEH1
ATPBVIELL
NQo22
c120rf57.3
TUBAIC3

ATPSF18.3
NGRN.2

SERPINE1.2
PSMB6.1
TMEM101

THUMPDL

0.282239286966892

0.274111202527432
0.500896138260611
-0.343133132712009

0.407882970456736

THUMPD3-AS1
KPNBL
TMSBAX
TUBB28

EIF3A

-0.259565409101943

0.296862423625095



FADSL3 0.384315137911595

LINC0632.2 0.33239832284977
coL1sAL3 0.265975161404985
H2AFY3 0.365008492113427
MRPLALL 0.275143548164163
FNBPIL2 0.306173264897015
PLPPR33 0.313824664343544
CHMPS.1 0.263782800012776
TNFRSF1A3 0.293189953101244
CEBPD.1 0.269828545094475
FE224 0.282481766206859
KMT2E2 0.303273195555427
coxia 0.350286355430117
5100A16.4 0.388584242904286
0.252579622674143
ENOL3 0.274428066186614
NCBP2AS2.1 0.395413201306038
Cléorfo1 0.354332403233967
EPM2AIPL 0.326241635133221
FABP7.6 0.789819362296865
WOR34.2 0.263768231865257
1 0.285291866789525
G 0.347242203730133
coLan2s 0.411421034983552
LsM63 0.259820341094641
MTIX6 0.448159721977173
sepHS2 0.384290816166277
NONO2 0.269706939677231
NAS 0.61900506144067
AC027644.3 0.338638595384088
LINC02802.1 0.349937066065316
CHMP2AL 0.262221479437822
cBx6 0.269828648175041
2cRB1 0.288163693359429
TAGLN.4 1.36302355796223
US4 0.305455974129882
MGSTL3 0.523456016295528
RHOB.3 0.254394800473069
PRKRIPL 0.310767344306994
ZNFS80.1 0.345323705706862
NF292.3 0.34413485078504.
LAMTORS 0.289246553134768
GADD45B.1 0.410340867529611
0.358534764883617
uaca2 0.343798877187732
BLVRB3 0.402235769828195
AKIRIN2.L 0.355449066641836
AmpL 0.341761335325902
ADPRHL2 0.294284363911442
HYO.3 0.267250399927745
RNF187 0.361988496052424
CSNK1ALL 0.255679904219877
NDUFAS 0.308095742970599
coi 0.372429253783591
BUD23.2 0.343222712343447
IERS 0.347205344472235
NeLS 0.359384143013244
cLns1A2 0.27308456590326.
TMEMS7A 0.30720437085652
ARPCSL 0.316317730889118
sviLa 0.300640405199133
12073 0.361032839918676
DNAIAL2 0.255247530439468
Clorf3s.1 0.298761464923625
NEU: 0.332657840885781
TRAPPC3 0.31126144546559
MRPL27 0.287374752752501
CRK 0.311464059092262
uGP24 0.336833277910382
CreB3 0.288636823489135
PPAL2 0.376988760954043
MTHFD2L 0.334044566631403
IF6S 0.253104250714349
HDAC23 0.254851675046581
CHD7.4 0.254039007702888
PoU3F24 0.317306514005663
RABOA2 0.333342909284628
120753 0.30875998368087
DSTN.A 0.252696838183347
TCEALS.1 0.346190787065256
TSsca 0.327718724034747
EIF18.2 0.364238019330011
ATXNTLIB3 0.315119789647306
UHMKL 0.303545266909161
B8C3 0.382764111065134
sms.4 0.404051914418028
RPL3GALL 0.253150080274817
RAB22AL 0.269628659160216
PAFAH1B3.3 0.335523428165866
TAXIBPL3 0.259359240003128
K 0.264455970298185
PRRC2C3 0.262963605797959
CDKN2A4 0.341977894724421
SDHAR2 0.303438971241233
cvToRs 0.305932995473546
L4 0.295407059083949
MRPS26.2 0.255285372080289
MAT33 0.272996976734931
KRTIES 1.04063210107577
LPHL 0.354537355929569
EPse3 0.338563252661491
ZNFA33-AS1 0.354898406566875
NAA20.1 0.288554807666069
oTUDEB-ASL 0.333431280765837
DCeLb2.4 0.438207625487483
2maT2 0.26099800129015
1GFBPS.2 0.633408923385356
SNRPB2.2 0.285704414452929
MRPLAY 0.273145002443541
GADDA5A4 0.69880498724609
RAB30-DT 0.290872975982157
NKIRAS2 0.315962297700137
CAMK2NLE 0.370963645245288
146 0.434343266712333
MRPL2S 0.277343105735834
RND33 0.392230480332979
BLOCISE 0.306939390447495
Gam2 0.376095984190433
SYTLS 0.61431424701197
SESN33 0.258119169601722
RBIS.1 0.250219233278922
MT-COL4. 0.283433833376951
PSMDE 0.271568286676859
NSRPL 0.36313263471852
PGRMC2.2 0.319085528269439
PROM2 0.270073940147401
HMGALS 0.397428729026565
AKAP12S 0.288940439880625
pCF11 0.319789566529842
AKAPBL 0.304479163652029
MRFAPILL 0.318221795279113
POLRID 0.329664864574415
SERINCL3 0.259865005245168
HNRNPM.S 0.32212961021364
NRBPL 0.309503539099644
PA2GAA 0.284521814106705
THUMPD3-ASL.2 0.512534432495551
ARLLAEP 0.311205982055494
coori78 0.328026332434206
ADGRG1.1 0.269138375635549
FAM2008.2 0.269639265371787
NMES.2 0.288971192577897
LINCOS67 0.250663542014826
PF2 0.288477454736315
TMEM158.6 0.392746763695184
322 0.311298031485957
ARFA.L 0.399801882138458
sw7 0.330931130640649
[ 0.506090848259639
MAPAKA.4 0.282868953368286
MRPL212 0.256516786431073
TMEM251 0.29528262089697
con12 0.314384768618222
NFIBS 0.270318585639019
Caorfag 0.278342274806216
KIF21A3 0.26841931323616.
cBL3 0.270187852176057
vps2s, 0.269520349361341
camLG.1 0.31513878551975
KPNBL3 0.267531255416472
SELENOK 0.263970537251602
ViPFs.1 0.302365498774935
21 0.293671841674665
SNHG15. 0.501959510919749
RGSS.S 0.285007726118164
SSRPL3 0.307117881981229
FGFBP3S 0.282733517028308
Eapp 0.326192592509321
psmcL 0.250639295878485
KDMEB.1 0.265783679783309
PBDC1 0.301139656716759
TMEM1798.3 0.262918778338049
sox11.4 0.358016676565145
RRAGA 0.286131062067587
PNMALL 0.258831280753989
cweas 0.256019585929573
C190r25 0.302624857918738

SELENOT 0.29067203067086.



SRSF8 0.374536254672026

GET3 0.321393998694218
RSRC2 0.322056641563409
coKN28.2 0.277345250239896
MIRS9AHG.3 0.280441270727617
c1a8p4 0.264810860068294
MRPL1LA 0.281849155638883
PDCD2 0.263593853593029
FSONLL 0.258880474082365
MPHOSPHI0.1 0.316736231922598
o 0.25598660624752
MaP23 0.420101348135389
UBE28.1 0.268897932440493
0.253625420188237
LINC00472.4 0.296208676045272
PLEKHIL 0.259639771177437
SMIM30.1 0.295278509894263
ceoesos 0.272452548024175
VIF1A2 0.254094375990878
SREKLIPL 0.31160509653025
MSANTD3, 0.280562304712559
M6PR.1 0.272428103848434
zccHc10 0.29995069941557
sNw1 0.295190314271405
MRPS188 0.320278354481431
ATP2BLA 0.270834665655847
KIF9.1 0.272070938494194
cRiPT 0.311628898465722
MED29 0.255032963818757
craPo7 0.277660595877467
SESN2 0.302820669292123
MTLNL 0.315590429142611
CEBPB.L 0.326037674994679
72 0.256471719600144
TRIPLL 0.284254013481862
KLF62 0.250353225513365
CEP170.3 0.258913088892052
DNTTIP2 0.290802097694372
con2s 0.578556993510531
RRAGD.2 0.266079840713223
sLC39A73 0.251754967121268
SFT20L1 0.250697867944147
AF.1 0.287648936521072
usP16 0.26762423258549
seNmL 0.251235588536329
NGDN 0.262569087045859
ute 0.298838473839652
MED19 0.271380403209463
TMEM205 0.272951442405888
KANSLL1 0.28481730640927
HISTIHIE2 0.281993728212413
NFe22 0.265079473009062
1642 0.268807078139531
IERSL3 0.349490419570692
WDRASE 0.299833752762144
SMIM1S 0.28771485354958
ARHGAPS.2 0.273274960397801
PKIB 0.257209290940398
ARMCX6 0.2563688800037¢
emcs 0.253692172655299
PITHDL 0.317235705983795
FUNDCL1 0.26514774772456.
PDLIMAS 0.254692885213923
1TGAV.S 0.270569103893987
NEFM.6 1.91619508732579
TMEM126A 0.314423377619176
coL11ALE 0.288708965207445
PPPIR2 0.302710643433;
GARL2 0.28194322011265
GOLGAL 0.253728694876182
cepese.1 0.346021637830148
FAM32A 0.250803947627637
TMFL 0.255649877392593
aspT2 0.302525213066803
TIVHLS 0.355295006735034
oU3E 1.34457703806432
MRPS10 0.275196146247058
YPELS3 0.261810442854346
MRPL38 0.284082261143557
BAGL1 0.253571881050357
TSR2 0.284003854189849
SMIM10LL 0.294073355925123
KLHL9.1 0.257145721886859
Claorf119 0.257583682815471
NFead 0.258718720274234
TOPORS 0.271160335933095
PON24 0.260123611041301
MGAT4B.3 0.254091026273903
0.252345347003049
URML 0.2561039195163
MIATS 0.268417554323653
0.276329626825727
TWISTNB.2 0.275747936087423
BloCISA 0.278005449480373
MAPIA3 0.316105874839747
TUsC2 0.270583207818679
BeAs2 0.25791747469018
JUNB2 0.300137996722679
HSPIOAAL2 0.279813286795727
SNHG32 0.280053278129232
RBEPE.1 0.333817046671544
LRIFL 0.253724873870934
MFAPL 0.273773639221057
MYHO.S 0.282589936016925
saC3DL2 0.301158773083048
ZFAND2A 0.263880708942666
RCANLS 0.369034695948152
NF593 0.263941990031885
conLLL 0297576788755
ANP328.4 0.256094383518013
MT-ND43 0.296511201012685
T3S 0.368764955648444
cons2 0.261595778323822
o 0.274590518605493
IER2 0409723386242
ARLEIPL3 0.281133874313254
KicLa 0.259808741409491
51004106 0.357490524338384
F3 0.772583110080412
0026 0.34527154469857
HNRNPU.2 0.274057583644089
MTATPG.3 0.356593135856494
ZFP36L2.1 0.251245549351671
NFKBIA4 0.321491383537977
FLNAS 0.2996536739711
ACTNLS 0.314976116132098
coLsALs 0.353250101816285
KHDRBS3.1 0.274724275679486
cenpL3 0.300795398470892
sPpLa 0.322196816383002
NRP2.4 0.281801164871456
IFRDLL 0.267927824702757
Ams 0.307563202054664
PHLDA2E 0.441130136315978
MALATLA 2.46776431352434
FTHLT 1.04377784960308
RPS1S.2 0.631366173370259
L6 1.11493578525415
RPSI23 0.725404893000324
RPL36.2 0.708718008160536
RPL282 0.624455410102177
RPLAL2 0.632542176780037
RPS24.4 0.693113994818679
RPL39L 0.663007652349993
RPSI8.4 0.67977042244754.
RPS28.2 0.608610988636235
RPLP22 0.692245953516051
SERF23 0.678338819911545
RPL27A4 0.798639586734629
RPL322 0.634533410733064
RPS27.2 0.708484518313627
ATPSFIES 0.800801717130919
RPLIZS 0.66840167607512
RPLI7AL 0.751897234239983
RPLPL3 0.679990760952043
RPLI33 0.594635181462168
RPL37.L 0.625054601380411
RPL30.L 0.532250916111636
RPL2LL 0.634252799517208
RPSAX.2 0.640004719453422
TPTL3 0.651994239924411
RPS20.1 0.649350948462631
RPS212 0.567334790610363
RPSIO.1 0.691779839665724
RPL29.2 0.548635265207324
UBAS23 0.598300347691873
NME23 0.603199983644843
RPLIL3 0.512901246746226
RPSISA3 0.529862969590765
RPLI3AL 0.689768645612106
RPLISAS 0.660662134850357
RPL3AL 0.555941515364607
RPL23A2 0.640051151177667
RPLE.2 0.596673959305214
SNHG29 0.721507324828225
IFITV3.6 0.6227500581545
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MRPL16.1 0.328392841549442
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56022 0.414982616162272
AcsLa. 0.278075189710635
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vieFe 0.284452807122665
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ELAVL2S 0.479722674881364
cino2a1 0.271724163406528
SRRM2.1 0.336519007108136
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PDCD4 0.27646729112812
step.1 0.344533099977048
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PCYOXLL 0.283360987403805
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e 0.320137071364853
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usp1s 0.271248997556188
Leo1 0.256557325099499
utP18.1 0.263481376353683
NUPSO. 0.283127661046167
v 0.284692634391674
ATE7IPL 0.308774562088278
BLOCISA.1 0.265566327261037
NRIPL2 0.379979748601339
EX0SCO.4 0.3202106836616
xpoT 0.252903624988%6

cHNL 0.250813983106425



0.273553157750267

0.352531771087609



MEIS3.2

ceoci.2
L
RNF114
EPM2AIPLL
EIFs4

coLsazs

RBM27
SEPTINIO3
e

0.279019816313301
0.385008730007825
0.281984497049782
0.258353148616316
0.252367963831815
0.260426152730798

0.300235252724522
0.348765122013582



0.326619828149929

0.285422704766982



SNHG25.2

0.253518827045823

0.403873958626007



Table S2 IPA upstream analysis of untreated samples vs. mean of untreated opposite
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Table S3 IPA upstream analysis of treated vs. untreated in all samples
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Table S4 Antibody information

Antibody Dilution Company Clone

anti-Nestin 1:100 Invitrogen (Human Neural Stem Cell N/A
Immunocytochemistry Kit, A24354)

anti-PAX6 1:100 Invitrogen (Human Neural Stem Cell N/A
Immunocytochemistry Kit, A24354)

anti-SOX1 1:100 Invitrogen (Human Neural Stem Cell N/A
Immunocytochemistry Kit, A24354)

anti-SOX2 1:100 Invitrogen (Human Neural Stem Cell N/A
Immunocytochemistry Kit, A24354)

anti-B-tubulin 111 1:250 Biolegend (801201) TUJ1

anti-MAP2 1:100 Santa Cruz (sc-74421) A-4

anti-IL17R 1:50 Santa Cruz (sc-376374) G-9

anti-TNF-R1 1:100 Santa Cruz (sc-8436) H-5

AF 488 anti NF-H 1:250 Biolegend (801706) SMI 32

(SMI32)

AF 594 anti NF-H 1:200 Biolegend (801610) SMI 31

(SMI31)

AF 647 anti NF-L 1:200 Biolegend (845908) NFL3

anti-AQP4 1:100 Elabscience (E-AB-64864) Polyclonal

anti-GFAP 1:250 Agilent (GA52461-2) Polyclonal

Goat anti-Rabbit Alexa | 1:1000 Invitrogen (A-11008) Polyclonal

fluor 488

Goat anti-Mouse Alexa | 1:1000 Invitrogen (A-11001) Polyclonal

fluor 488

Goat anti-Rabbit Alexa | 1:1000 Invitrogen (A-11012) Polyclonal

fluor 594

Goat anti-Mouse Alexa | 1:1000 Invitrogen (A-11005) Polyclonal

fluor 594




